TRk 25 FE REBRZALEARAT RA—/\—aVE1—3PRTL FARESE

HOPG iR LICHITH 7 FEIIDETIVY
Model study of molecular ordering on HOPG surface
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Figure 1. STM image of (a) 1o and (b) 1c at the octanoic
acid/HOPG interface. (c) High resolution STM image of
10 at the octanoic acid/HOPG interface. Lattice parameter
@ b, @ = (6.3 nm, 1.0 nm, 89°). (d) MM/MD
simulation of the ordering of 10. Green line and arrows
shows hydrogen network of 10 ordering.
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Figure 2. Model of molecular structure for 10 ordering. (a) top view (b) side view.
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