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Model study of molecular ordering on HOPG surface
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Figure 1. Molecular structure of diarylethene 10-Cn and 20-Cn.
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Figure 2. High-resolution STM images of a) 10-C14 (a =
6.0+ 0.1 nm, b =099 + 0.04 nm, « =88 £ 2°) and b)
10-C20 (a=7.2+0.1nm, b =0.98 £ 0.03 nm, o =87 + 2°)
at the octanoic acid/HOPG interface (lset =30 pA, Vbias = 800
mV). Enlarged molecular models of ¢) 10-C1l4 and d)
10-C20 are seen above. The hydrogen-bond network of the
amide groups is highlighted in green
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Figure 3. High-resolution STM image and molecular model
of 2-D ordering of a) amide derivative 10-C22 (a=7.6 +0.1
nm, b = 1.00 £ 0.01 nm, « = 89.4 £ 0.2°) and b) ester
derivative 20-C22 (@=3.6+0.1nm, b=21+01nm, «=
78 + 3°) at the octanoic acid/HOPG interface. Molecular
models of ¢) 10-C22 and d) 20-C22. The hydrogen-bond
network of the amide groups is highlighted in green in the
ordering of 10-C22. No hydrogen-bond network was
observed in the ordering of 20-C22.
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