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研究成果概要 
 
In this year, I finished exercise of transcriptome analysis on Mimivirus and also did analysis on 
Medusavirus transcriptome by using the Supercomputer system in Kyoto university. I mainly did 
research on basic process which includes quality control, reads alignment and counting, clustering 
viral genes by K-means and motif finding. In the future, I will keep doing the analysis of 
Medusavirus transcriptome.  
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