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To improve the usability of ViPTree by repairing and adding functions,
and to develop a new tool specialized in genome alignment visualization.

R S ERERE T i i

I ZE R

AT, BEIEA LRSI A—/8— a2V ¥ 2 — XV AT L7

L. ViPTree(the Viral Proteomic Tree server) DI&EE I Ol BEREIE N2 1T > 72, ViPTree
CWRTANATaTEI v I V) —DIERRSIRZ -5 HiNE LT GenomeNet [
TRBENTNWDE Web 7SV — 3V ThHb, A7 ) r— 3 ey A
AT —=BZR=ZA%EH L TWBM, 2019 F4 A% BEBICEFNTERWIRITICH -
TWicizdh, FHHTEDIRENDEIHZIToTes ZD%, I—F—D%7 J LDI
5707 A Iy V) —ZERTESEEEZ L E L TW L DO OFHEREDRIR 21T
W, ViPTree OFf#EMEZ M L EE Tz,

F 7z, ViPTree OWERED—ETH ST ) LT T4 X 2 b DAL EERE R Rk X ¥ 7=
v —)UDiGAlign(fk$4) Z BI{ERFEH TH O . FENICRHEZTXTDO Y AT LORFEE
T TETHS,

32





