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2. Construction of an optically controllable CRISPR-Cas9 system using a DNA origami
nanostructure
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3. Creation of crystals containing metal-bipyridine chelate based on the tensegrity triangle
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4. X-ray crystal structure of a cyclic-PIP-DNA complex in the reverse binding orientation
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5. Structural studies of a complex of a CAG/CTG repeat sequence-specific binding molecule and

A-A-mismatch-containing DNA
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