Advanced Research Center for Beam Science
— Atomic and Molecular Structures —

https://www.scl.kyoto-u.ac.jp/~fujii/indexE.html

Assist. Prof.
FUIJII, Tomomi
(D. Sc.)

Scope of Research

This laboratory analyzes X-ray crystallographic structures of biological macro-
molecules and studies the structural biology about the relationships between protein KEYWORDS
structures and their functions and properties based on the crystal structures. The main
research themes are elucidation of the reaction mechanism of enzymes, the relation- X-ray Crystallographic Analysis
ship between the multiform conformation and the functional variety of proteins, the Structural Biology
structural basis for the domain-arrangements of multi-domain proteins or protein- Protein Crystallography
protein interactions, structure determination for structure-based protein engineering Structure and Function
and industrial application, and the adaptation strategy of proteins from thermophilic
or cold-adapted bacteria.
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Adaptation Strategy of Thermostable Proteins
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