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Scope of Research

We are interested in understanding the functioning and evolution of biological systems at varying scales from tiny microbes
up to the Earth’s environment, by leveraging rapidly accumulating big data in life science and bioinformatics approaches. We
currently focus on 1) the evolution of viruses and their links to
the origin of life, 2) microbial ecology in different ecosys-
tems, and 3) the development of bioinformatics methods and
biological knowledge resources for biomedical and industrial
applications. To fuel these research activities, we take part
in environmental sampling campaigns such as Tara Oceans.
Our resources and developed tools are accessible through
GenomeNet (www.genome.jp) to scientific communities and
the public.
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