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A schematic illustration of the distribution of energy minima in the
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subszquent deformation of the shape of the whole molecule. Th
conformational switching occurs in the shaded paris. (a) The <ol

the molecule, und slight and elastic deformation is observed in the rz
part of the moiecule. (4) The collective switching occurs in an =t

region involving the core of the molecule, and the remaining two parts of the
molzcule move relatively to each other.
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) A schematic illustration of the structure of energy surface and the
h‘?f?rchicul structurz of the protein dynamics. (a) A transition among
Funima within one of clusters of them, which is observed in fluctuations of
3¢ first fevel. (b) A transition betwezn the clustzrs of minima.
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