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Activity in Liver Microsomes from Male Japanese Monkeys  °

Parameter  (+)-BTL (-»BTL (-Y/(+)ratio

Km 1.37 £ 0.22 1.25 = 0.09 0.94 = 0.11
Vmax 740140 4.18=079  0.56 = 0.01**

Km, uM; Vmax, nmol/min/mg protein. Values represents
mean = S.E. (n=4). **Significant difference (p<0.01).
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