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THE CLINICAL USEFULNESS OF FLOW CYTOMETRIC DNA
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From the Department of Urology, Osaka Medical School

Flow cytometry was used to measure the DNA content in archival paraffin-embedded prostatic
cancer specimens from 54 patients with known outcomes. The specimens were obtained by tran-
surethral resection of the prostate. DNA ploidy as a predictor of prognosis was compared with
histological grade and clinical stage.

Although no significant correlation between histological grade or clinical stage and ploidy
pattern was demonstrated, an increased percentage of DNA aneuploid tumors was seen in higher
histological grade and in advanced clinical stage. The survival rate calculated by Kaplan-Meier
analysis showed that DNA ploidy pattern was a more reliable indicator to predict survival pro-
bability than histological grade or clinical stage. All patients with a near diploid pattern (Il
patients) survived more than 5 years, whereas all those with an aneuploid pattern (21 patients)
died within 3.5 years. Of 22 patients with « tetraploid pattern, 15 died of tumor progression within
5 years. The remaining 7 patients with favorable outcome had a relatively lower proliferation
index (<65) in DNA histogram and none of them suffered from stage D disease.

In conclusion, the results from this retrospective study suggest that flow cytometric DNA

analysis in prostatic cancer would be useful as a means of providing prognostic information.

(Acta Urol. Jpn. 38: 665-670, 1992)
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Table 1. The relationship between ploidy pat-
tern and histological grade

histological grade

well  moderately  poorly total

near diploid 8 2 1 11

ploidy pattern tetraploid 7 6 9 22
aneuploid 2 10 9 21

total 17 18 19 54
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21 EETHY, 3ERBTIEY, SEHTINLETHY
mod D1, 3, SEEFRITNTN8TY, 46%, 33

Table 2. The relationship between ploidy pat-
tern and clinical stage

stage
A 8 [} D total
near diploid 3 4 3 1 1
ploidy pattern tetraploid 4 6 3 9 22
aneuploid 1 2 6 12 21
total 8 12 12 22 54
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Fig. 3. Ploidy pattern and survival curve
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Table 3. The relationship amoung histological grade, clinical stage, ploidy

pattern and proliferation index

DNA tustological grade stage (o230
histogram =
pattern |EBER P1 | wel moderately poorly A B c p O%

1 12 [+ [*]
2 24 o] [o]
3 26 8 ° o
4 3
5 33 o] (o]
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7 39 8
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9 48 [o] fe]
10 51 fo) 8
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12 27 g o [
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n 30 [ H
15 31 L 3 °
18 | O
[ [ ]
17 42 ° °
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19 46 o ° 2
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27 66 L ] [ 4
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3 80 [ ] [ ]
32 81 Py
—_—1 33 88 ' hd ( ]
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35 41 [ 3 ®
36 41 L ] (]
37 a4 [ ] ®
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39 45 [
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a1 62 [ ] ®
42 63 [ ] ®
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46 76 [ ] ®
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RetEA @Y. 48, IARIFCEIN LB s a AV T
W2 W A 1T, FCM-DNA 234 & O L% 17
zZiE, ILKIEMRER 2R D EEbh 5.

P.1. @O\ T3, Schultz 5% oWt dHs Xk
S, ZTOENPKEVIFEEFOEREIIEVE VD
RTB. FoC%#HE, PL AR E 0BG
ZOWTC bt Licsy, SEOBE CiLmiE Oklic—
EOFEAIER G-, TOERELTUL, <45
7 VEBER YIS ER I 78 b — A THYT
HECHE AT E R T e At 7T a8k A XHMEM
L, ¥z, =) VEEOHET L H Zog etz
LOENTERT D, P.LOCBI L TG HEERL S
I D RIEMEC I Bl d Tl EEx bhie. -
T, FEHEAR % 72 FCM-DNA 2M7% 7208,
P.I. LA & OMic b4 B 7eB ks R
AHETREMED B B LB s.

TFHROM LA TR EEE P2 MR L LT, &

RERIRTIIAR VIRATIC X » Cx bh -l -5 7 4
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