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38 172,089,319 655,319,987 513,884,081 672,092,902  38.53 TiB
&5t 839,279,229 3,191,499,129 3,063,204,528 5,048,680,918 224.50 TiB
3% )
9% g?’;
FH

BHA&: 964,965,970 &
#8494 3,950,425,778 14
AB8: 133,289,170 ¥

78%

ERNDT I R HELEER (2025FE)

172,089,319

86,044,659

20194 20204 20214 20224 20234 20244 202545
HRIEROER (2019618 £ DET)
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BRIDKEGGFIAIRR (2025FE)

EHHE : 20265F481H 1085209
= |J||| |i|.. \IJI..\IJI..“JI.. |i|.. |i||| I||

48 5B 6R 78R

108 11R 12R 1R 2R

J= BRE s IR sz DAEE
45 13,509,004 43,443,404 68,857,857 147,811,006  8.96 TiB
58 15,936,111 92,766,333 131,153,368 208,467,685 10.20 TiB
65 7,205,236 15,188,113 39,991,607 121,217,249  4.74 TiB
78 7,209,446 20,729,209 43,399,547 124,640,712 4.65 TiB
88 9,812,561 24,408,872 60,683,395 144,252,172 5.80 TiB
95 8,036,632 25,379,109 129,390,161 176,532,874  8.34 TiB
108 8,336,746 27,201,353 100,641,078 142,959,294 7.15 TiB
118 29,088,340 82,509,369 272,887,216 576,233,072 7.64 TiB
128 87,833,591 297,168,662 267,772,060 503,834,576 15.56 TiB
18 91,273,500 308,806,956 256,561,077 447,995,482 16.66 TiB
28 77,504,354 262,221,605 221,229,957 372,022,801  9.85TiB
38 84,921,356 287,315,655 283,776,587 418,293,385 9.02 TiB
&5t 440,666,877 1,487,138,640 1,876,343,910 3,384,260,398 108.56 TiB

2% B
27% F i
T
HA: 928,681,035 %
B9 2,398,010,513
] REB: 57,568,850
1%, . 5 - - 5
ERNDT Ut RHEHLEE (20255F)
91,273,500
45,636,750
w0 I w0 H H H H H ” H H H H H H H
2019% 20204 20214 20224 20234 20244 20254

SFREEH DR (2019F18 L DKRTR)
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BRIOMEDICUSFIAIRR (2025FF)

EFEE { 20265F4H2H 018305

|I iJI" Ili Ili Ili n iJIII H.II H.II H.II H.II H.II H.

48 5B 6H 7B 8H 9K 10R 11R 12B 1R 2R 3R

J= HRIE sax R 4 DR
48 5,859,361 11,380,638 19,898,787 84,159,483 2.87 TiB
58 11,365,208 34,117,429 44,502,056 109,796,293 3.40 TiB
68 2,343,549 5,682,055 11,868,646 81,256,760 2.78 TiB
78 2,337,736 5,711,602 11,788,819 80,732,869 2.75TiB
88 2,521,759 5,952,153 11,810,111 75,762,781 2.64 TiB
98 2,485,730 5,944,700 12,735,011 40,480,662 1.77 TiB
108 2,360,412 5,759,980 12,049,758 24,305,729 647.55 GiB
118 2,277,504 5,301,826 10,733,693 21,841,044 582.47 GiB
128 2,258,065 5,525,447 11,201,383 21,771,997 575.78 GiB
18 2,264,135 5,151,335 10,213,734 20,535,029 542.73 GiB
2 2,290,442 5,018,849 9,794,839 19,431,332 514.11 GiB
38 2,425,350 5,199,522 10,523,090 20,776,384 552.30 GiB
&5t 40,789,251 100,745,536 177,119,927 600,850,363 19.55 TiB
0% = A%
5
F
HA: 492,996,156 {4
B4 107,854,207 4
RBH: 0 %
ERAND T U LR (20255 E)
11,365,208
5,682,604
I
20194 20204 20214 20224 20234 20244 20254

HRIEROHR (2019518 & DET)
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BROEZEFIRFIARR (2025FF)

EHTAE © 20265F4H21 018305

4H ©5HA 6A 88 98 10A 118 128 1B 2B 3H
A R may NSOz AR
48 7,918 10,153 43,543 46,887 189.34 MiB
5H 7,997 10,240 43,605 47,072 206.09 MiB
68 7,223 9,501 42,351 45,508 177.63 MiB
78 6,394 8,676 40,143 43,962 196.43 MiB
88 6,494 8,777 38,683 41,588 173.44 MiB
98 5,990 8,273 38,774 42,080 193.51 MiB
108 6,727 9,120 39,075 42,497 179.12 MiB
118 7,419 9,811 40,786 44,607 198.85 MiB
128 6,311 8,640 48,101 52,322 224.22 MiB
18 6,255 8,538 38,596 42,030 186.92 MiB
2H 6,574 8,876 44,785 48,073 191.26 MiB
3H 7,918 10,262 44,835 48,522 214.93 MiB
&% 83,220 110,867 503,277 545,148 2.28 GiB
6% 0% s B
n
ERE]
HA: 514,718 {4+
74k 30,430
FER: 0 %
04%,
EARAND TV AH#LEER (2025FF)
15,954
| | ‘ | | | | | ‘ | ‘ )
20194 20204 20214 20224 20234 20244 20254

SEEMOER (2019F48 & DFF)
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BRIDKEGG APIFIAIRA (2025FE)

EHAE : 2026%F4H2H 016314

||‘ ||‘ ||‘ hl || || [ 1 I‘ I‘
B 78 B

4B 58 6 88 98 108 118 128 1 2A
A CL CCUOE TR
48 53,048 124,256 58,115,728 59,026,448 1.35TiB
5H 53,263 121,340 63,395,324 63,833,292  1.27 TiB
68 52,101 120,685 61,086,945 61,087,357 920.13 GiB
78 133,464 239,248 65,893,415 65,893,828 1.75TiB
8H 152,776 261,872 58,789,182 58,789,491 1.57 TiB
95 180,635 311,660 48,270,146 48,270,445  1.69 TiB
108 205,157 373,419 45,284,288 45,284,565 1.17 TiB
118 86,915 223,639 49,311,383 49,311,633 1.26 TiB
128 76,567 260,180 46,189,725 46,189,916  1.53 TiB
18 201,975 360,617 47,284,881 47,287,397 1.52 TiB
28 230,050 401,050 28,371,823 28,371,997 1.19 TiB
38 102,150 267,803 38,691,170 38,691,386  1.52 TiB
&5t 1,528,101 3,074,769 610,684,010 612,037,755 16.73 TiB
0% 3% =
B
-89
AZ: 16,735,952 #
/B9 595,301,803 %
AREH: 0 %
97%
BRND Tt R4 (20255 F)
2,518,258
1,259,129
R S S | ) o H . T oo ll || wnnw o ww o wwn ll H H H hn H H I
20194 20204 2021%F 2022%F 2023%F 2024%F 2025%F

SEEBMOHER (2019518 L DERTE)
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BRIOKEGGZ R H—EXFIARKR (2025FE)
..‘.Jl..‘.almml....|l||||J...\|JLu ||

EHTHEF 1 2026F4A2H 018319
48 5HA 6RA 7R B8R 9R 10R 11R 12K 1R 2R

..JLuHh
2 s sro R #x AR

48 442,596 729,799 1,964,636 4,051,265 2.24 TiB
58 641,986 987,257 2,217,645 4,171,998 2.10 TiB
68 1,390,592 1,987,364 3,052,292 4,232,089 5.58 TiB
78 470,167 827,672 1,943,061 3,426,323 2.33TiB
88 1,887,413 3,501,681 5,118,559 10,502,714  4.06 TiB
98 674,172 2,402,845 4,329,546 12,950,593 2.61 TiB
108 1,517,680 8,053,265 10,121,439 43,155,651 4.58 TiB
118 1,963,760 9,635,981 11,757,142 51,667,592  4.00 TiB
128 2,114,558 5,445,573 6,552,609 30,690,134 6.42 TiB
18 3,595,196 7,394,571 11,739,411 23,369,374 9.83 TiB
28 5,314,683 16,450,929 21,829,377 29,360,417  11.35TiB
38 5,735,384 21,466,359 24,011,008 25,753,055  25.14 TiB
a5 25,748,187 78,883,296 104,636,725 243,331,205  80.25 TiB
0% 4% A&
aBH
B4

Az: 10,473,517 #
g4\ 232,857,688 14
TEE: 0 &

96%

ERNDT Ut X 4#tE (20255FEF)

non R T T A R e H ‘ ‘ H H || H ‘ ‘
20195 20204 20214 2022%F 2023%F 20245 20255
SEEROHR (2019F48 L O RR)

5,735,384

2,867,692
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BROLinkDBFIBIRR (20255FF)

BHAEF 1 202654828 018305

B T DRI P ITL m
48 5B 68 78 88 98 108 118 128 1A 28 38

A s sy SN xS

48 10,772 13,355 34,270 99,543 17.14 GiB
58 9,684 11,742 26,326 77,692 15.90 GiB
68 8,660 10,390 22,774 68,444 10.61 GiB
78 29,281 31,331 45,559 92,876 9.93 GiB
88 1,193,536 1,702,173 1,822,591 1,859,676 15.96 GiB
98 298,714 330,449 355,275 401,290 11.68 GiB
108 646,915 1,064,669 1,559,353 1,935,618 25.26 GiB
118 661,309 1,218,308 1,939,521 2,448,682 25.94 GiB
128 180,131 324,684 443,241 619,047 25.40 GiB
18 35,239 47,100 169,164 235,249 12.98 GiB
28 3,149,512 7,074,116 7,951,847 13,292,362  154.06 GiB
38 60,289 72,611 85,517 128,856 10.68 GiB
&t 6,284,042 11,900,928 14,455,438 21,259,335  335.52 GiB
0% 11% Ha
2 8
-H

H#A: 2,379,500 %
B4 18,879,835 4
=R 0 ¥

89%

ERAND 7Ot AR (20255 )
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BRIOMGENESFHIAIRR (20255FF)

IIW'III.-IIIII |||“H

48
58
6H
7H
8H
9R
10R
1148
124
18
2R
38

48 5B 6H

SHRE
536
499
570
956

1,946

2,033

2,092

4,569
948

1,433

4,091

2,581

22,254

BHARF 1 202654828 018305

88 9K 108 11R 12R

mras NSO

1,105 4,100
639 1,165
854 1,989
1,141 4,184
2,293 8,023
3,921 21,994
2,360 3,733
4,948 6,610
987 1,752
1,537 1,921
4,304 5,307
2,678 3,516
26,767 64,294

0% 3% B

B

B4

97%

ERAND 7Ot AR (20255 F)

- 169 -

[ .|

ILH3|||

1A 2H
wg AR
6,847 594.13 GiB
1,519 871.71 GiB
2,612 2.45 TiB
4,740 254.23 GiB
8,718 1.43 TiB
22,302 170.58 GiB
4,170 367.57 GiB
7,939 28.79 GiB
2,171 162.52 GiB
2,650 1.72 TiB
5,598 52.14 GiB
3,942 1.02 TiB
73,208 9.07 TiB
BA: 2,336 &%
B9 70,872 %
TEE: O



BROOCHIBIKA (2025FE)

BHHEF 1 202654828 018305

R N ¥ | [

4)% 5 6B 7B 8H 9)% 108 11R 12B 1B 2K 3R

A s sy SN xS

48 153,633 247,987 288,246 329,562 435.82 GiB
58 41,734 179,496 275,196 301,482 437.41 GiB
68 56,950 171,680 213,918 233,109 391.29 GiB
78 65,465 183,501 255,270 336,579 409.97 GiB
88 167,038 257,889 424,639 563,047 603.47 GiB
98 58,242 106,566 443,541 481,425 746.12 GiB
108 341,861 750,950 1,287,928 6,405,357 1.77 TiB
118 406,567 690,611 829,342 3,264,095 1.40 TiB
128 901,198 1,057,863 1,071,804 5,091,308 3.87 TiB
18 1,727,847 2,380,954 4,407,556 6,003,573 5.96 TiB
28 3,010,220 8,260,497 8,516,724 9,368,977 9.88 TiB
38 5,279,249 20,249,702 20,955,515 21,161,780  22.78 TiB
&t 12,210,004 34,537,696 38,969,679 53,540,294  48.61 TiB
0% 1% A
2 8
-H

HA&: 667,854 #
B9\ 52,872,440 1
BB: 0 %

99%

ERAND 7Ot AR (20255 )

- 170 -



BildDVirus-Host DB (20255 F)

BHAEF 1 202654828 018305

..Ji.|L|HI|Ih HJIHJ L\

il

128 1R 2R 38

48 5H 6B 7H 8H 9B 108 11H
A e prs SN s AR
48 8,159 14,569 30,883 89,990 64.11 GiB
58 9,862 16,497 59,413 246,413 60.07 GiB
68 46,463 55,346 75,000 144,579 286.09 GiB
78 47,372 53,945 118,024 228,768 108.79 GiB
8A 68,657 86,398 205,727 303,092 188.34 GiB
98 26,897 37,462 56,115 119,898 349.39 GiB
108 36,819 48,665 63,667 141,564 30.24 GiB
118 95,292 116,006 177,336 255,569 90.20 GiB
128 77,493 98,578 123,814 210,663 69.10 GiB
18 120,169 156,384 253,409 352,748 275.70 GiB
28 119,698 138,528 270,089 338,482 40.91 GiB
35 136,285 163,406 229,243 337,770 40.14 GiB
&5t 793,166 985,784 1,662,720 2,769,536 1.57 TiB
0% 10% B
|
B4
HA: 263,452 #
B9 2,506,084 4
HB: 0%
o0%
ERND 7O 2GR (20255 F)
136,285
68,142
w0 wwwwwwwwwwwwwwwwwwwwwvwwnRadwn w0 0gngnnll H Il H ” ‘ H H H Iyl ‘ ‘ H H
2019
& 20205 20214 20225 20234 20245 20254

SHREHRDOHER (2019F8H L DKRTR)
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BildTaxonomy# AHIAR (20255FE)

BHTHREF 1 202654821 01K:30%)

|J| I...I..il||ih||iL.|J|.||iL||I|.

7H 8R 9K 10A 11R 12K 1R 2H 3AH

. JI‘ l.
4}% 58 68
2 g GG TR

45 983 1,539 3,513 13,649 2.52 GiB
58 1,424 2,296 32,509 125,328 59.50 GiB
6H 333,236 428,890 445,883 448,196 100.86 GiB
78 45,620 48,814 54,271 156,838 164.53 GiB
8H 194,619 209,080 373,588 468,116 140.84 GiB
9H 15,349 17,564 18,114 29,991 130.25 GiB
104 14,725 18,940 19,829 33,042 107.42 GiB
118 49,825 55,680 58,609 88,623 18.55 GiB
128 52,141 54,328 55,047 102,152 2.72 GiB
18 29,508 40,591 64,024 182,580 5.42 GiB
2H 46,800 50,708 59,348 117,400 1.13 GiB
38 123,641 127,843 131,670 158,110 5.88 GiB
a5t 907,871 1,056,273 1,316,405 1,924,025  739.61 GiB
0% 2% B
2
B8
BA&: 45,237 #%
#B9): 1,878,788 1+
TER: 0 %
08%

ERNDT Ut 24 #tEE (20255 )

20194

333,236

166,618

20204 20214 20224 20234 20244 2025%

SEEROHR (2019F18 L DKRT)
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BRldoMetNetComp DBFIAIAR (2025FFE)

BHHEF 1 202654828 018305

48 58 6A 85 98 108 118 12)@ 18 28 38
2 HRE s RSN sx AR
48 0 0 0 0 0
58 0 0 0 0 0
68 0 0 0 0 0
78 41,880 46,220 50,045 54,583 275.11 MiB
8A 20,684 35,320 57,440 62,047 505.90 MiB
9H 5,611 8,905 11,014 13,771 150.46 MiB
108 15,026 17,427 18,040 18,748 113.68 MiB
118 13,184 14,424 16,532 18,809 125.21 MiB
128 18,586 18,731 18,966 27,068 315.42 MiB
1A 5,535 7,728 15,925 17,926 147.51 MiB
28 10,213 10,890 15,652 15,935 114.95 MiB
38 17,962 19,275 19,998 21,548 326.48 MiB
&5t 148,681 178,920 223,612 250,435 2.03 GiB
0% 6% A%
BA
e
H#A: 15,465
4% 234,970
REB: 0 ¥
04%

ERAND 7Ot AR (20255 F)

41,880

20,940

20255
FHEERDHT (2025F7H LD KRR)

- 173 -



BRldDReaction Ontology# AR (20255 EF)

BHHEF 1 202654828 018305

4}% SE 6)% 78 8}% 9)% 10)% 11}% 12}% lﬁ 2)% 3

A e v SESEN em SR

48 1,389 1,790 3,566 41,246 449.59 MiB
58 1,214 1,667 3,253 34,140 362.94 MiB
6H 1,442 1,871 4,370 34,962 484.53 MiB
78 1,705 2,094 3,588 37,532 395.13 MiB
8H 1,909 2,266 4,026 33,927 367.71 MiB
9A 2,844 4,847 9,138 39,861 447.70 MiB
108 2,199 2,726 4,480 45,123 476.66 MiB
118 1,917 2,269 4,898 51,045 544.35 MiB
12A8 1,805 2,501 4,062 51,792 535.76 MiB
18 1,737 2,309 3,366 40,787 424.70 MiB
2H 1,186 1,387 2,330 28,678 304.99 MiB
3A 1,574 1,798 3,417 47,157 496.70 MiB
a5t 20,921 27,525 50,494 486,250 5.17 GiB
0% 5% B
/A
B
AA: 22,671 #
B9 463,579 5
RER: 0 %
5%

ERAND 7Ot AR (20255 F)
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||J!I||5|!I||Jil|| I‘Iu

48
58
64
7R
8H
9A
10R
118
124

BildvarDBFIAKA (2025FE)

BHHEF 1 202654828 018305

ShEE
1,116
1,175
1,078
1,119
1,027
1,405
3,907
2,530
1,907
2,099
2,919
3,925

24,207

83%

Lallid

ERND 7O 4R (20255 F)

- 175 -

8H 98 10R 118 128 1AH 38
CECS GRS
1,488 2,857 5,410 75.03 MiB
1,714 2,831 5,157 71.04 MiB
1,487 2,310 3,991 53.53 MiB
1,545 2,438 4,297 58.01 MiB
1,516 2,532 4,511 73.06 MiB
1,834 2,793 4,759 67.56 MiB
5,950 7,154 9,444 93.28 MiB
3,202 4,281 7,456 111.38 MiB
2,611 3,390 5,804 88.43 MiB
2,672 3,413 5,533 87.20 MiB
3,360 4,235 6,103 69.19 MiB
4,624 5,831 8,318 97.41 MiB
32,003 44,065 70,783 945.13 MiB
iyl 17% = B
= B
-5
H7A: 12,218 #%
#B4): 58,565 1+
REA: O



BhldSequence AnalysisFIBIRR (2025FF)
(BLAST / FASTA / MOTIF/ MAFFT / CLUSTALW / PRRN / TREE)

B HE . 2026F482H 018309
.di\lﬁiHl vt ||
4H ©S5H 6HA 7B 8H 98B 108 118 12H 1H 2A

2 BE srn SN sz AR

38

4H 98,391 159,168 726,779 1,461,537 34.93 GiB
58 405,645 500,867 1,064,083 1,729,724 40.44 GiB
68 786,373 934,696 1,463,033 2,002,531 49.47 GiB
78 44,581 100,022 575,557 1,155,265 25.16 GiB
8A 192,435 231,713 668,746 1,188,904 23.13 GiB
98 71,039 108,777 726,843 1,296,561 24.51 GiB
108 77,073 176,107 626,320 1,241,612 43.18 GiB
118 140,852 211,718 780,649 1,542,151 39.11 GiB
12H 276,469 339,929 841,070 1,641,321 43.21 GiB
18 173,849 257,506 1,672,660 2,307,040 53.38 GiB
2R 421,240 504,944 3,623,082 4,117,764  124.43 GiB
3R 392,348 510,013 1,712,651 2,312,560 66.91 GiB
a5t 3,080,295 4,035,460 14,481,473 21,996,970 567.85 GiB

0% 11% B

FE

+H

HA: 2,464,739 4
ok 19,532,231 %
RBH: 0%

89%

BERND T A GHtEE (20255 E)

BRDY—E XA EHLILE (2025F[F)

B BLAST FASTA MOTIF MAFFT CLUSTALW PRRN TREE
48 58,839 1,046 3,882 1,734 36,395 703 7,110
58 368,452 1,038 3,626 1,480 34,811 857 6,954
68 754,175 879 3,299 1,390 29,571 582 5,141
78 12,810 853 3,192 1,433 28,928 510 4,858
8A8 159,173 1,206 3,106 1,580 30,588 655 4,627
98 29,286 2,178 3,820 1,872 38,603 1,090 5,997
108 32,151 1,240 4,327 1,759 40,863 680 6,476
118 93,241 1,285 4,034 1,792 43,373 713 7,780
128 235,302 1,291 3,562 1,742 36,492 649 5,994
18 122,784 1,472 3,546 1,977 46,245 976 6,080
28 381,218 1,109 2,798 1,584 37,481 521 5,537
38 343,927 1,203 3,371 1,514 46,071 582 7,071
a5t 2,591,358 14,800 42,563 19,857 449,421 8,518 73,625
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48
58
6H
7H
8H
9R
10R
1148
12H

BRIDBLASTFIAIKR (2025FF)

BHAEF 1 202654828 018305

48 5B 6B 78

BiliiE=)
58,839
368,452
754,175
12,810
159,173
29,286
32,151
93,241
235,302
122,784
381,218
343,927
2,591,358

0%

97%

| T

B 3R

8H 98B 10R 118 128 1A 2
s SO s AR
75,811 122,953 144,367 3.30 GiB
421,633 524,216 563,336 12.66 GiB
873,806 1,001,347 1,020,997 21.52 GiB
36,768 122,627 145,064 3.52 GiB
173,574 223,836 246,189 4.74 GiB
38,440 63,930 80,443 2.06 GiB
101,916 134,743 159,087 3.66 GiB
132,557 198,241 284,864 5.86 GiB
267,790 362,004 583,515 14.00 GiB
155,636 1,159,776 1,232,350 26.41 GiB
431,049 3,226,389 3,257,683  104.91 GiB
427,505 1,230,191 1,252,042 39.74 GiB
3,136,485 8,370,253 8,969,937  242.39 GiB
3% A
oA
-5

BA: 277,342 #
#B5): 8,692,595
REE:  Of

ERAND 7Ot AR (20255 %)
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||J!|||5Ii|u6ﬂ|uli|||

48
58
64
7R
8H
9A
10R
118
124

BRIOFASTAFIRIAR (2025FE)

FEHHEEK : 20265F482H 018309

ShEE
1,046
1,038
879
853
1,206
2,178
1,240
1,285
1,291
1,472
1,109
1,203
14,800

Bl
1,327
1,222
1,022
1,108
1,374
3,906
1,465
1,452
1,464
1,620
1,259
1,323

18,542

8B 9AH

A= ex

2,336
2,148
1,806
2,144
1,892
5,826
2,996
2,544
2,607
2,720
2,463
2,030
31,512

ERND 7O 4R (20255 F)

- 178 -

il

10A 11R 12R 1A 2A

38
T
4,111 44.27 MiB
3,932 38.37 MiB
3,561 48.38 MiB
3,596 39.78 MiB
2,881 43.23 MiB
7,758 84.29 MiB
5,097 65.68 MiB
4,448 60.50 MiB
4,834 53.59 MiB
4,626 50.49 MiB
4,683 56.11 MiB
3,707 52.77 MiB
53,234 637.45 MiB
= B&
= BH
B
BA: 11,694 1
B 41,540
REA: O



48
58
6H
7H
8H
9R
10R
1148
124
18
2R
38

BRIOMOTIFFIARRR (2025FF)

dld |||H|.IH
4H ©5H 68

BHHEF 1 202654828 018305

88 9K 108 11R 12R

BRIE srm R
3,882 6,531 59,350
3,626 5,702 46,641
3,299 4,852 40,885
3,192 4,638 22,630
3,106 4,357 17,199
3,820 5,354 175,386
4,327 6,610 27,467
4,034 5,955 25,851
3,562 5,060 19,738
3,546 5,062 29,575
2,798 4,039 21,530
3,371 4,820 25,108
42,563 62,980 511,360
0% 5% A%
|
T
os%

ERAND 7Ot AR (20255 F)

- 179 -

|IIHIII
B 38

1B 2
wg AR
65,186 1.15 GiB
51,568 942.26 MiB
46,133 917.07 MiB
27,206 680.51 MiB
21,204 548.83 MiB
180,225 1.95 GiB
34,181 954.61 MiB
31,779 936.66 MiB
25,012 941.34 MiB
34,614 1.59 GiB
25,737 959.66 MiB
29,967 646.49 MiB
572,812 12.05 GiB
BA: 29,723 4
74 543,089
RER: 0 %



BROMAFFTHIEKRR (20255FE)

BHHEF 1 202654828 018305

bR

4H 5B 6R 7B B8R 9K 10R 11R 12BR 1B 2R 3A

A L opme | smx SN e SRR

48 1,734 2,121 7,326 17,056 194.46 MiB
58 1,480 1,720 5,882 13,302 98.30 MiB
6H 1,390 1,597 4,961 11,571 76.47 MiB
7H 1,433 1,766 5,886 13,324 98.32 MiB
8H 1,580 1,780 5,970 13,317 76.01 MiB
98 1,872 2,213 6,428 14,124 92.30 MiB
108 1,759 2,024 8,427 18,310 138.29 MiB
118 1,792 2,103 8,191 17,985 157.32 MiB
12A8 1,742 2,053 7,020 16,086 112.06 MiB
18 1,977 2,181 6,978 14,857 154.02 MiB
2H 1,584 1,884 7,271 16,173 140.31 MiB
38 1,514 1,733 5,770 12,766 94.68 MiB
a5t 19,857 23,175 80,110 178,871 1.40 GiB
0% 14% = B%
Cl:>) )
R
BA: 24,557 ¥
B9 154,314 4+
ER: 0 ¥

B6%

ERND 7O 4R (20255 F)
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BRIOCLUSTALWHIARRR (20255FE)

BHAEF 1 202654828 018305
H 3

ﬁ 78

48 5)@ 6 8}% 95 10)% 115 12)@ 1)@ 2
2 HRE s RSN ax  ATE
48 36,395 75,025 437,942 1,017,632 12.74 GiB
58 34,811 71,605 392,885 895,197 13.28 GiB
65 29,571 54,691 315,065 737,377 10.63 GiB
78 28,928 57,119 355,387 821,408 9.44 GiB
8A 30,588 52,360 343,915 755,567 8.63 GiB
9H 38,603 63,221 368,559 817,608 10.51 GiB
108 40,863 65,991 370,759 833,611 9.51 GiB
118 43,373 70,760 436,451 963,665 12.35 GiB
128 36,492 63,631 375,492 841,700 10.11 GiB
18 46,245 93,083 406,001 862,896 10.09 GiB
28 37,481 66,921 296,697 659,728 8.36 GiB
35 46,071 75,651 361,224 819,598 11.59 GiB
&5t 449,421 810,058 4,460,377 10,025,987 127.25 GiB
0% —_— A&
B
o

H#A: 1,813,651 %
Boh: 8,212,336 4
REA: O

ERAND 7Ot AR (20255 %)
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BRDOPRRNFIAIRR (2025FF)

BHHEF 1 202654828 018305

il o

4H 5B 6R 7B B8R 9K 10R 11R 12BR 1B 2R 3A

A L opms | smx SN e SEREN

48 703 954 2,072 3,549 35.48 MiB
58 857 1,103 1,964 3,258 21.30 MiB
68 582 616 1,401 2,652 11.38 MiB
7H 510 539 1,162 2,152 9.91 MiB
8H 655 689 1,415 2,517 10.16 MiB
98 1,090 1,223 2,043 3,308 14.03 MiB
108 680 733 1,529 2,844 12.25 MiB
1178 713 770 2,019 3,725 16.73 MiB
12A8 649 696 1,521 2,853 16.40 MiB
18 976 1,021 1,667 2,757 18.83 MiB
2H 521 562 1,257 2,389 13.53 MiB
3A 582 632 1,545 2,891 12.61 MiB
&5t 8,518 9,538 19,595 34,895 192.61 MiB
0% 10% = Az
n A
B
BHA: 3,556 f+
B4\ 31,339 %
REB: O

9%

ERND 7O 4R (20255 F)

-182 -



48
58
64
7R
8H
9A
10R
118
124

BROTREEFIBIRA (20255FE)

il

ShEE
7,110
6,954
5,141
4,858
4,627
5,997
6,476
7,780
5,994
6,080
5,537
7,071
73,625

B6%

BHAEF 1 202654828 018305

0%

CEEa
9,947 113,003
9,399 107,696
6,762 109,515
6,581 77,324
6,152 88,082
8,013 119,025
8,516 98,012
10,619 128,685
7,894 86,708
7,879 80,368
7,132 80,473
9,310 104,920
98,204 1,193,811
14% = B#&

8B 9AH

ERND 7O 2GR (20255 F)

- 183 -

= s

ER

18 28

(534
217,201

202,071
177,816
144,148
153,573
198,370
195,345
247,691
172,847
161,151
158,298
201,534

2,230,045

nil i

10A 11R 12AR

3R

902.08 MiB
761.04 MiB
747.94 MiB
614.64 MiB
643.58 MiB
756.85 MiB
756.88 MiB
1.03 GiB
1.03 GiB
800.27 MiB
707.38 MiB
979.67 MiB
9.55 GiB

HA: 323,024
5 1,907,021

AH8:

0+



BRldDGenome AnalysisFIAIRR (20255 F)
(DiGAlign / ViPTree / KAAS / KofamKOALA / GENIES / DINIES / Bac2Feature)

EHHE : 2026548 2H 01K30%

||||||I|||||I\ (il
78 B 3A

4)% 58 6AR 88 98 10R 11R 128 1B 2
B Enlie e I 4 AT
48 7,923 16,252 192,779 519,504 19.86 GiB
5A 7,860 14,393 185,521 565,851 18.42 GiB
6H 6,765 11,173 138,401 397,097 14.47 GiB
7R 7,169 12,135 150,665 391,225 12.58 GiB
8H 6,721 11,649 155,050 359,618 12.26 GiB
9H 7,993 12,758 128,930 330,494 14.97 GiB
108 7,802 12,361 151,224 416,621 14.96 GiB
118 6,874 11,317 120,461 334,486 11.14 GiB
128 7,716 13,359 153,881 438,837 16.31 GiB
1A 9,845 15,443 151,719 437,313 15.30 GiB
2A 6,132 9,905 97,871 280,049 11.79 GiB
3R 8,100 14,081 164,225 457,262 22.93 GiB
a5t 90,900 154,826 1,790,727 4,928,357 184.99 GiB
0% 13% B#
i
-4

BA&: 643,197
ok 4,285,160 1
R o#

B7%

ERAND T+ 258ttt E (2025FE)

BRloY—EXGRERLLEE (2025F )

A DigAlign ViPTree KAAS KofamKOALA  GENIES DINIES Bac2Feature
48 487 2,093 3,696 2,756 132 106 0
58 388 1,925 3,511 2,878 154 174 0
68 469 1,772 2,937 2,035 158 211 0
78 720 2,113 2,924 1,992 270 264 0
88 561 1,700 2,878 1,842 697 439 0
98 934 2,366 3,347 2,687 688 689 0
108 550 2,103 3,101 2,368 267 296 0
118 420 1,909 2,773 2,087 182 287 32
128 558 2,017 3,344 2,262 234 253 163
18 965 2,450 3,369 2,745 647 660 165
28 399 1,668 2,367 1,960 140 193 100
38 590 2,138 3,147 2,753 174 225 128
&3t 7,041 24,254 37,394 28,365 3,743 3,797 588

- 184 -



BRIDODiIGAlignFI IR (20255 F)

BHHEF 1 202654828 018305

idividahiatb i

48
58
64
7R
8H
9A
10R
118
124
18
2R
3R

4ﬁ

52%

58 68

&
487
388
469
720
561
934
550
420
558
965
399
590

7,041

78

88 98 108 11B 128 1B 2R
s O 4%
951 37,632 66,807
694 19,561 34,986
749 21,955 38,609
1,073 33,415 52,879
757 17,249 30,408
1,360 18,677 32,382
924 30,848 46,546
707 16,130 27,465
996 30,846 56,640
1,334 27,939 58,639
701 13,952 30,231
996 32,182 51,805
11,242 300,386 527,397

- B&

- 5

FH

48%

ERND 7O 4R (20255 F)

- 185 -

3R

2.59 GiB
2.97 GiB
2.32 GiB
1.28 GiB
1.88 GiB
1.20 GiB
863.38 MiB
1.01 GiB
1.20 GiB
1.19 GiB
941.28 MiB
1.25 GiB
18.64 GiB

H#: 250,867 ¥
B4 276,530 &

AE:

0+



48
58
64
7R
8H
9A
10R
118
124

BRoDOVipTreeflBAIKRE (2025FF)

48 5B 6H

ShEE
2,093
1,925
1,772
2,113
1,700
2,366
2,103
1,909
2,017
2,450
1,668
2,138
24,254

85%

BHHEF 1 202654828 018305

AUtk

18 28

0%

8H 98 10H 118 12A
CEEa
3,718 106,127
3,367 103,059
2,991 87,128
3,591 96,423
2,737 66,249
3,727 66,186
3,393 90,263
3,073 74,214
3,578 88,230
4,107 95,615
2,706 57,999
3,611 102,744
40,599 1,034,237
15% = B#&

ERND 7O 2GR (20255 F)

- 186 -

= s

ER

(534
352,683

363,944
290,943
284,629
219,534
213,041
300,358
233,771
306,393
320,551
188,106
312,546
3,386,499

3R

9.46 GiB
8.03 GiB
6.55 GiB
5.86 GiB
6.07 GiB
6.53 GiB
5.66 GiB
5.40 GiB
8.14 GiB
7.00 GiB
5.10 GiB
6.83 GiB
80.63 GiB

H#A: 508,210 %
B9 2,878,289 1

AH8:

0+



48
58
64
7R
8H
9A
10R
118
124
18
2R
3R

BROKAASFTIBIRA (20255FE)

BHAEF 1 202654828 018305

4ﬁ

5 68

ShEE
3,696
3,511
2,937
2,924
2,878
3,347
3,101
2,773
3,344
3,369
2,367
3,147
37,394

0%

94%

Bl
8,312
6,354
4,850
4,952
4,528
5,351
4,978
4,642
5,726
5,396
3,898
5,592
64,579

6%

8B 9AH

10A 11R 12AR

52,584
43,946
29,504
29,977
23,271
39,438
36,782
26,757
33,590
27,421
20,134
31,332
394,736

ERND 7O 4R (20255 F)

- 187 -

= B&
= s
1B

1A 2B 3H

o AR
80,809 5.99 GiB
62,474 4.86 GiB
45,519 3.95 GiB
46,832 3.37 GiB
36,894 2.89 GiB
56,698 4.77 GiB
54,342 6.06 GiB
41,845 3.10 GiB
51,086 5.12 GiB
42,767 4.72 GiB
31,885 3.05 GiB
48,623 4.94 GiB
599,774 52.84 GiB

A#: 37,786 #

#8494 561,988

ER:

0+



BilOKofamKOALAFIAIRR (20255FE)

EHHES 1 20264528 018305
4}% 55 ﬁ 3
A HE s (AESE xRN

6 8}% 9)% 10)% 11)% 12}% lﬁ 2

48 2,756 4,105 16,703 67,836 4.33 GiB
58 2,878 4,424 26,987 126,981 5.35 GiB
6H 2,035 2,937 12,370 49,874 3.83 GiB
7H 1,992 2,961 11,642 45,774 3.25 GiB
8H 1,842 2,502 10,297 46,668 2.81 GiB
9A 2,687 3,695 12,519 48,688 3.56 GiB
108 2,368 3,242 12,323 49,101 3.10 GiB
118 2,087 3,031 11,623 49,563 2.51 GiB
12A8 2,262 3,262 14,486 62,087 2.85 GiB
18 2,745 3,936 14,716 58,874 3.30 GiB
2H 1,960 2,821 11,931 50,853 3.51 GiB
38 2,753 4,310 19,909 84,086 10.97 GiB
a5t 28,365 41,226 175,506 740,385 49.37 GiB
0% 6% B
/A
B
BAA: 41,233 #
B9 699,152 5
RER: 0 %
94%

ERAND 7Ot AR (20255 F)
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BRIDGENIESFIAINR (20255FF)

48
58
6H
7H
8H
9R
10R
1148
124

483 5H 6AR

FE
132
154
158
270
697
688
267
182
234
647
140
174

3,743

BHHEF 1 202654828 018305

7B 8H

BiliE
315
277
288
407

1,948
884
348
246
305
717
238
353

6,326

0% 2%

598%

e |l
9H

627
465
457
540
46,228
1,069
488
427
623
922
397
615
52,858

B
an
B

ERAND 7Ot AR (20255 F)

- 189 -

10A 11R 12AR

Al anl A
18 28 38
wg AR
988 23.39 MiB
821 35.12 MiB
898 63.78 MiB
974 14.01 MiB
46,497 299.69 MiB
1,513 17.69 MiB
728 22.18 MiB
614 32.92 MiB
933 62.76 MiB
1,121 37.00 MiB
692 19.01 MiB
978 39.88 MiB
56,757 667.43 MiB
BA&: 1,214 %
B9\ 55,543 &
TEE: O



48
58
64
7R
8H
9A
10R
118
124
18
2R
3R

BRIDODINIESHFIAIRR (2025FF)

BHAEF 1 202654828 018305

..iLNIuMH‘l“ uHIuMHW Jui

483 5H ©6AH

78

106
174
211
264
439
689
296
287
253
660
193
225

3,797

0%

8H

Bl

230
243
286
358
480
863
370
366
337
782
308
355

4,978

3%

98 10R 118

124

18 2R

3R

468
430
901
971
1,191
1,213
664
957
828
1,219
1,443
805
11,090

a97%

ERND 7O 4R (20255 F)

-190 -

= B
= s
ER

915 17.35 MiB
997 115.81 MiB
1,822 62.31 MiB
1,904 60.06 MiB
2,211 175.16 MiB
2,049 62.90 MiB
1,388 89.00 MiB
1,787 70.78 MiB
1,420 49.80 MiB
1,744 174.98 MiB
2,132 62.08 MiB
1,622 87.30 MiB
19,991 1.00 GiB
BHA&: 655 %
4 19,336 fF
REE: O



BildBac2Featuref Bk (20255 E)

BHAEF 1 2026548218 018305

T

4H 5B 6R 7B B8R 9K 108 11R 12BR 1R 2R 3A

A L opme | smx SN e SEREN

4A 0 0 0 0 0
5H 0 0 0 0 0
64 0 0 0 0 0
78 0 0 0 0 0
8H 0 0 0 0 0
9AR 0 0 0 0 0
10A 0 0 0 0 0
118 32 40 142 599 16.37 MiB
12AH 163 190 670 1,466 61.35 MiB
18 165 179 275 705 39.42 MiB
28 100 113 212 626 30.73 MiB
38 128 145 280 867 40.02 MiB
Seh 588 667 1,579 4,263 187.89 MiB
= B
C -5 X
-
BA: 1,370
o\ 2,893
AHH: Ooft

ERND 7O 4R (20255 F)
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BRldChemical AnalysisFIBEIAR (20255 )

(SIMCOMP / SUBCOMP / KCaM / PathComp / PathSearch / PathPred / E-

il

BHTHEF 1 20265F4H2H 018305

L |

il il il

4)% 5A 64 8H 98 10R 118B 12R 1R 2B 3A
J= e sro RSN sz ATEY
48 2,287 3,187 10,618 20,114 342.69 MiB
58 2,308 3,033 9,199 19,411 364.73 MiB
6H 2,383 3,219 8,380 19,788 311.17 MiB
7H 2,412 3,270 8,134 19,183 304.49 MiB
8H 2,605 3,427 7,369 13,506 353.94 MiB
9H 3,757 6,336 15,171 25,163 770.75 MiB
10R 2,942 3,659 9,792 23,432 371.48 MiB
118 4,242 5,468 12,853 25,693 1.60 GiB
12R 6,138 6,924 11,801 22,879 349.60 MiB
18 9,271 10,996 15,032 25,305 666.42 MiB
2H 7,930 9,974 18,265 25,003 225.02 MiB
38 2,501 2,942 7,025 14,763 263.08 MiB
=t 48,776 62,435 133,639 254,240 5.82 GiB
0% 12%, B
o
T8
HA: 30,002 &%
o 224,238 4
RAB: 0 %
88%

ERAND 7O A LR (20255 F)
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BildGenomeNet APIFIAIANR (20255 F)

BHHEF 1 202654828 018305

il L |

h“ll.| Il- IIIH|IIHII |II l |I
45 58 68 88 9B 108 118 128 18 28 38
2 HRE s RN sx AEE
48 1,342 3,208 129,267 129,269 1.17 GiB
5H 1,572 3,861 17,519 17,522 628.18 MiB
68 1,281 3,351 12,181 12,183 283.69 MiB
78 1,473 3,334 87,753 87,755 490.97 MiB
8A 1,465 3,083 238,699 238,703 2.04 GiB
98 1,990 3,559 123,242 123,243 929.87 MiB
108 1,413 3,696 11,966 11,972 629.84 MiB
1148 1,632 3,009 53,350 53,353 880.34 MiB
128 1,734 3,232 25,372 25,373 4.21 GiB
18 2,312 3,593 41,548 41,551 1.38 GiB
28 2,582 4,389 8,887 8,891 1.40 GiB
38 3,089 4,937 59,586 59,591 3.82 GiB
&5t 21,885 43,252 809,370 809,406 17.77 GiB
0% B
26% i
e

HA: 214,143 #
@4 595,263 &
RER: 0 ¥

4%

ERAND 7Ot AR (20255 F)
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il

D Ww IS W= WP DL DS TO Do DN Do Do+

g!‘!

53

41

62

59

41

47

49

36

49

37

34

55

73

72

61

94

97

54

64

54

51

R

28,198

11,562

2,262

22,713

1,851

13,981

19,788

2,223

31,444

21,373

25,485

140 160 2,497

648 909 183,377

BROFTPH—E XFIAKR (2025FE)

BHTHEF 1 20265F4H2H 018305

983.48
GiB

939.38
GiB
1013.20
GiB
982.37
GiB
777.00
GiB
1.22
TiB
1.75
TiB
1.04
TiB
933.68
GiB
1.15
TiB
988.45
GiB
1.06
TiB

12.70
TiB

483 5B 6R 7R 8K 98 108 11A 12K 1R 2R 3R

/db/community/ /db/mgenes/ /Ej{z/i;dla\“sj/

(B N1 L) (BFE8EANTE) M) (8 N1 1)

o0 37712 1 161kB 0 0 0 0
63 9 0 0 6 230 1 2.80kB
72 3027 1 etk 12 900 1 280 kis
1,408 30 4 183% 5 3072 4 ss9ki

37 2%J% 1 161kB 0 0 0 0
108 3249 3 3s52MiB 19 1520° 3 ges ki
13,022 2387 0 0 0 0 2 579kB
24 120 2 323KB 0 0 1 2.89KiB

19 09 1 161kB 1 Ll 0 0
17,053 8201 1 37395 5 1859 1 2gokib
18 52 2 323kiB 1 N 2 579KiB
a6 o33 0 0 2 1389 1 289k
32,950 12(381i375 16 4.20 MiB 48 25309 13 37.83

0% 0% A%

i

-8

100%

ERADT I 4R (2025FE)

- 194 -

/db/refgene/ /db/virushostdb/

Gz @A)
38 442.25 MiB
22 253.37 MiB
23 89.37 MiB
7 45.85 MiB
24 179.04 MiB
8 123.47 MiB
217 830.30 MiB
21 337.31 MiB
120 748.28 MiB
10 160.63 MiB
123 512.75 MiB
8 131.09 MiB

621 3.76 GiB

A#&: 892 %
B4 182,485 %
RER: 0 ¥

/kegg/
(# N1
~)
168.41

MiB
125.19

MiB
62.60

MiB
124.05

MiB
88.83

MiB
248.32

MiB
207.10

MiB
13.27

MiB
200.30

MiB
59.96

MiB
174.28

MiB
266.02

MiB

32

18

10

22

24

53

58

26

5

33

104

1.70

390 cig

179

/tools/
(18 N
~)

10.07

2 ki

o

0
44.09
KiB
93.97
KiB
14.17
KiB
42.79
KiB
54.85
KiB
95.51
KiB
53.16
MiB
119.48
KiB
100.45
KiB
66.69
KiB

14

12

14

24

62

19

11

6

53.79
MiB



BRIDOMEDICUS FTPHIEIRR (20254FFE)

BHARF 1 202654828 018305

48 5H 6R 7R 8KR 9K 10H 11H 12R 1R 2R 3R

A
48
58
6H
7H
8H
9R
10H
1148
12H
18
2R
3R

op
E'IE

ShEE
10

16

10

97
187

0% 0%

100%

ERNDT Tt Z# bR

Bl
11
10

9
16
19
37
31

11
98
261

(20254 %)

- 195 -

e AR

25,835 259.92 MiB
9,372 158.17 MiB
49 62.81 MiB
18,745 191.28 MiB
56 89.10 MiB
11,326 290.21 MiB
1,216 210.71 MiB
5 13.27 MiB
28,325 307.67 MiB
12 97.12 MiB
23,056 255.39 MiB
111 266.04 MiB
118,108 2.15 GiB
B
/A
B
AA&: 881
B9 118,020 4
RER: 0 %



BoSFHIERRE

1991 FE DR B FREICE

B B HARE n B BmE 5B BT (BERER)
1992.01.04 Z2—N—>Ea1—2—HEEA
1992.01.14 18X —/X—a>Ea1—2—FAHRAR(FAEX) 704
1992.01.28 28|QUANTAEES 15%|CTC R SF &=
1992.02.19 1H|R—=/N—aYEa1—2—5K5 b J—FERX
1992.02.27 1H|R—/N—aYEa—2—FIBAHRBR(REA. 7/ L) #150%
1992.02.27 28|QUANTASEES 178|CTC R SF &=
1992 FEDELE SRR
B A HARS N B BmE i BT (BRERER)
1992.06.02 1H|CHARMmM EE4 48&|CTCS R S E=
1992.11.18 1H|UniCheml.1 ¥ & 16a(AAT L1 BN #HN
1992.11.24 1H|BIOSYM X% BHIEMIRTLMAE B—
1992.12.01 2H|FORTRAN EE & 25%|BEI LI KT FE
1993 FEDBEE S FFMEITER
B R HARS N 7 Bin&E i B (BRPRRE)
1993.04.19 1|2 —/X—a > E a1 —2—FIAHAES #950%
1993.04.20 18|F—4a~R—2FAHEES 2B LFERZA KR F
1993.05.18 3H|UNICOS #B 4 18%|BAI L4 8RR Al—
1993.06.15 3H|CEEBAM#EER 8%BEAU L1 RIR BI—
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2007.06.19 1H|Materials Studio/Visualizer 1B(70V) MRS TIOEILIR - TPV r—=oa> 4T 0714 X b
2007.06.19 1H|Materials Studio/Discover,Amorphous cell 28|70 V) AR TOEILNIR - TV r—oa>HA4I VT4 X+
2007.06.20 1H [Materials Studio/CASTEP 22|70 RBKRM TORILIR - TV r—>asA4IV T4 X b
2007.06.20 1H [Materials Studio/Discover_BTCLAFPS 3B|TIENIZAKREH 7O/EIWIR - T IVr—2a oA IVT1 X b
2007.07.26,27 | 2B|Elsevier MDL ISIS/Isentris{t 18R T — 2 X — 2 16 4 |Elsevier MDL Elsevier MDL TS =7
2008 FE DEE FFMEER

B & B HAR n B BiNE & BT (BERRE)
2008.05.29 1H|Gaussian A9 14 & |BASGI(#) HPCH —E R BEALB A+A F—
2008.06.19 1H|MOPACAF] 4 Z|FLE(MK) N1 FITEXEBRAT REE—H
2008.07.31 2H|Materials Studio 4| 7oL R (%) FBEA &8
2008.08.07 1H|Q-ChemAFd 28|E3VR - AYEa—Ta > (%) HE BE
2008.08.26 1H|Mathematica 4 Z|AARBEFEHE () KAIREERRD 84X BT
2008.09.11 18|IMSL 1B|BEREDaTILZa—X 1) v o X (1) &8 BEEEF
2008.11.06 1BAltxEFHE 7O 52> 12 |BASGI(#) HPCH —E X BEAL A+A F—
2008.11.14 18 |Isentrist#E 18|y IRTU/AS—XJ v NN () hREZI—7 75 HE BF
2009 FEDELESFMHERLR

F# A HAR n B BNE 5% B (BRFRBE)
2009.08.07 1H|AVS/Express Viz 1 %|(¥R)KGT #AFR E8B
2009.08.26 1H|Discovery Studio 4|7 oIV R ()
2009.08.27 1H|Materials Studio/Discover,Amorphous cell 9BTIEINIRMR) TISY h FyTd—
2009.08.28 1H|Materials Studio/CASTEP 8AITIVEINIRMR) TISY h FrFd—
2009.10.23 1H |IsentristflE 6&|CIVvIRTY/ A= T v /N (1) B £
2009.11.20 1H|ReaxystiE 5B TIEETIv NN () TS T

RESEHRER

&R HARG n B BiNE & BT (BRRE)
2010.07.30 1H|AVS/Express Viz 1 4a|(BF)KGT KafE =8
2010.08.03 2H|Materials Studio/EHRE 3ATIEINIRMR) TISY N FrTrd—
2010.08.05 1H|Discovery Studio 3BTIEINIRMR) TISY b FyTd—
2010.10.15 1H|Mathematica 5 B|EARBFHE (M) EES X T LA R
2010.11.11 1H|ReaxysiiE 24 Z|TILEETZ v /N> () Elsevier MDLT VP =7
2010.11.11 1H|Isentris/DiscoveryGate DRRIPIYIRTI/AS=XJv NNk 7TIVEY HFEM

BESFMMERR

B & B HAR n B BNE i BT (BREE)
2011.07.21 1H|Mathematica 3 B|AARBEFEHE (M) AIREEBRET 24 =T
2011.09.14,15 | 2H|Materials Studio BT IEIVIRR) TITIOY ~ FrTrd—
2011.09.16 1H |Discovery Studio 11|70V R (%) S #S
2011.10.21 1H|ReaxystiE ABET7— - EIVRER) EEFZDH

2012 FEDEYFRHMMETR

B R HARE n B BmE 5% B (BRFRBE)
2012.06.15 1HAEY—N\FREER 6 & |BARSGI(1k) B4 ZF)
2012.06.29 1815700 5 2 VI #Bw 4 Z|HASGI(#) A+AK F—
2012.07.05 1H|AVS/Express ViZz8E & 11Ny b 2T L(1F) FE EE
2012.07.13 1H|SCIGRESSFEE = 3R(EE(R) TCY ) BEALR K8
2012.09.04 1H|Discovery Studio 18|70 (1) A BER
2012.09.05,06 | 2H|Materials Studio S5R|7IOEILIRMR) TISY E FrTd—
2012.09.14 0.5H|Gaussian 16&%|(ea—) Yo HE BE
2012.09.20 0.5H|Mathematica 15 B|EABFE () KIREERRI € B=F
2012.09.25 1H|DS Developer Client:#E& 28|70 () KA BR
2012.12.13 0.5H|ReaxysiBE & 1087 7— - EIY R BEEDH
2013 FEDFEYSFFMMETTE

B R HARS N 7 BinE 5% B (BRTREE)
2013.07.03 18|&#t - WHUL T 0552 > I#ERE 1% |BASGI(H) A+AKF—
2013.07.23 1H|Discovery Studio &% 65| 7oL Z(BR) A B3
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http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2006.html#Ssem0601
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2006.html#Ssem0602
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2006.html#Ssem0603
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2007.html#Ssem0701
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2007.html#Ssem0702
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2007.html#Ssem0703
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2007.html#Ssem0704
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2007.html#Ssem0705
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2008.html#Ssem0801
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2008.html#Ssem0802
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2008.html#Ssem0803
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2008.html#Ssem0804
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2008.html#Ssem0805
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2008.html#Ssem0806
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2008.html#Ssem0807
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2008.html#Ssem0808
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2009.html#Ssem0901
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2009.html#Ssem0902
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2009.html#Ssem0903
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2009.html#Ssem0904
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2009.html#Ssem0905
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2009.html#Ssem0906
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2010.html#Ssem1001
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2010.html#Ssem1002
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2010.html#Ssem1003
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2010.html#Ssem1004
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2010.html#Ssem1005
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2010.html#Ssem1006
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2011.html#Ssem1101
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2011.html#Ssem1102
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2011.html#Ssem1103
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2011.html#Ssem1104
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2012.html#Ssem1201
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2012.html#Ssem1202
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2012.html#Ssem1203
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2012.html#Ssem1204
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2012.html#Ssem1205
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2012.html#Ssem1206
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2012.html#Ssem1207
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2012.html#Ssem1208
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2012.html#Ssem1209
http://lx1.scl.genome.ad.jp/scl_adm/sclmeibo2012.html#Ssem1210

2013.07.25 2H|Materials Studio &4 6%|7 oIV R (1) xE Bk
2013.07.30 0.5H|Mathematica B85 2 B|BAREFEE (M) KIREERRES £ 25T
2013.09.18 0.5H|Gaussian EE& 6%|HEa2—U Yo EB EE
2014 FEOFEEFHMELE

B & B HARS n B BNE & BT (BERRE)
2014.07.18 1H|Discovery Studio &% 3|7 UL R (1K) KA BEL
2014.07.23 2H|Materials Studio &2 134|701V Z(#) XHE Bk
2014.08.27 0.5 |Discovery Studio & & 6 %|7 UL R (1) AF B3k
2014.07.30 18[&#t - WIt 70 53 v J#ERS 2 &|AASGI(HF) B+AK FH—
2014.09.03 0.5H|Gaussian BB & 5%k ea—V> o HE BE
2014.10.16  [0.5H|Mathematica HER 1% BABFEE (M) ERERN R R
2014.11.06 0.58 |Reaxys:#E & 1&[€77— - EQAY R () X &
2015 FEDEEFHMELCR

B H HAR " B BE 55 B (BRFRBR)
2015.06.17 0.5H|Gaussian EE & IZ|HE2—U IR B HER
2015.07.14 2H|Materials Studio EES 10 %&|BIOVIA Abhijit Chatterjee
2015.07.16 1H|Discovery Studio HEZ & 9 %|BIOVIA EfH 7]
2015.08.07 0.5H|SCIGRESS &= 2B|ELEMRR) R K

2016 FEDFEYSFFMETTER
B R HARS N 7 BinE 5B BT (ARPRER)
2016.05.13 0.58|F1E7 / Ly FEBRFERACH /NN VHIEE 27 2|BARSGI(#) LR, mALH #EAEZ - e
2016.07.05 1H|Discovery Studio &% 2% |BIOVIA B E 5]
2016.07.06 2H|Materials Studio EES 16 %&|BIOVIA Abhijit Chatterjee
2016.07.20 0.5H|Gaussian EE& 6% Eea—U>oR EEHRES
2016.09.02 0.5H|SCIGRESS ¥4 2 55| E & (1) ¥aA K
2016.09.15 0.5H |Mathematica #E4 14| Eea—" >0 X B BRRER
2016.11.18 0.5H |Reaxys:#E & 3%|TILE ETHEREEE X FpH
2016.11.25 18 |SEt - UL TOI S5 = > IEBS 1% |BASGI(H) A+KF—

2017 FEDEYE 2 FRHMMERR

B R HARE " B BmE i B (BFRER)
2017.07.11 1H|Discovery Studio EZ & 2 %|BIOVIA B[H 7]
2017.07.12 2H|Materials Studio B & 6 %|BIOVIA Abhijit Chatterjee
2017.07.20 0.5H |Reaxyss#B R 28| TILE E 7R A £ A
2017.09.07 0.5H|Gaussian ¥4 15%|Hea—U>o X BE BE
2017.09.15 0.58|/\1 F 1—FDF=HDILFRR /N> > 7 LAIFEE 23%|BAEa—Lw k- /Xy h— R(k) LR %t
2018 FEDBEH 2 FRHMERR

B A HARE " B BmE 55 B (BRFRBE)
2018.07.17 1H|Discovery Studio EZ & 3 %|BIOVIA B[E 7]
2018.07.18 28 |Materials Studio &4 13 £4(BIOVIA Abhijit Chatterjee
2018.07.20 0.5H|Mathematica &4 14| Eea—" >0 R B BRARER
2018.09.11 0.5H|Gaussian 84 19%&|#ea—U>roxX AE AR
2018.09.13 0.5H|SCIGRESS #X & 1| LAk 28 B
2018.10.25 0.58B|\AF 21— DHDLHR/N> > R T LR EE 26%|HAEa—Ly k- Ny h— (1) LR &t
2018.11.16 0.5H |Materials Science Suite B 118> 2L —F+ >H— () kHE #5
2019 FEDFEYSFFMMETTER

B R HARS N 7 BinE 5% B (BRTRRE)
2019.07.09 2H|Materials Studio &4 T&AYyY— - XFLX (#k) Abhijit Chatterjee
2019.07.11 1H|Discovery Studio &% 4|ZyY— - DRTLRX () BRE#E
2019.07.12 0.5H|Gaussian ¥4 8% ea—U>ros2 HEEE
2019.07.24 0.5H|Mathematica 882 3% Ea—1 >0 R B BERER
2019.07.25 0.5H|SCIGRESS ¥4 1 &|(H)ELTEBAM S ZFLX R BN

2020 FEDFEYREFRHMEIR
B R HARE n 7 BnE 5% B (BRFRBE)
2020.05.07 0.5B|N\A F 21— DFdDIH /NI R T LFBZE 8%|BEREa—Ly k- Nyvh—R#E) LERZEH
2020.07.30 0.5H|Gaussian #E& e —-DV Yo HE EBE
2020.10.02 0.5H|Mathematica &5 3% Ea—U 2o R BEE K
2020.10.07 2H|Materials Studio #Z4& 4|8y —« SRTLX (BF) EEBE. Abhijit Chatterjee
2020.10.09 1H|Discovery Studio HZ4& 2B|FYY = SRFLX () AF EiL
2020.10.29 0.5H|Reaxys BEA 3%|TILE 7 Bl g
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2021 FEDFEEFHRMELCE

BB HAR " 7 Bin&E 5B B (BRTREE)
2021.05.21 0.58|\AF2A—HDHDHR/N> > 2T LR EE 9%EBAXAE2—LYy b NvAH—FR(@E) LFEZEHE
2021.06.11 18(&#t - WHL 705 53 VI #BE 2%(ARXEa—Lwy k- Xy h—R(E) #HA/AER
2021.07.08 0.5H|Gaussian B % T&|(Hea—U>oX HE EBE
2021.07.27 2H|Materials Studio #¥4 58|8yY—-XTLRX (%) EEBE. Abhijit Chatterjee
2021.09.29 1H|Discovery Studio &% 3BFYY— RTLX (B) AR B35h
2022 FEDFELESFHERLR

&R HAR N 7 BinE 5% B (BRTREE)
2022.05.12 0.5B|N\AF 1—HD7dHDILH /NI L T LFIAZE B[HBEXREa—Ly b Nyh—R(E) LREH
2022.07.26 0.5H|Gaussian EE& 10&|#Eea—U>o 2 HE BE
2022.07.28 2H|Materials Studio &4 3BFYY— - RTLX () EEBE
2022.10.20 1H|Discovery Studio EZ & 1|4y Y— - SRFLX () A+ E5L

2023 FEDEL 2FRMEIR

B R HARS n B BmE 5% B (BRFRBE)
2023.05.11 0.5B|/NA F1—HDIHDILIHAR /TS AT LFRE 30%|BREa—Ly b Nvh—R(E) LEREZEH
2023.06.01 2H|Materials Studio EES 5|8y —-XFLRX (&) EELE
2023.06.09 1H|Discovery Studio EZ & 2B|FwY = SRFLX () AF B3
2023.06.15 0.5H|Gaussian #BE 4 20| ea—) Yo BHE BE
2023.06.22 0.5H|Mathematica &5 48| ea—"1) U X ERE K
2024 FEDOEYSFRMERER

B A HARS N B BmE 55 B (BRFRBR)
2024.05.09 0.58|\1 F 1 —FDIcHDILFHR /N> > T LFIFAE 41%BREa—Ly bk Xvh—R(E) LEHEB
2024.07.04 0.5H|Gaussian EES 9I%|HEea—U IR EE BE
2024.07.11 0.5H|Mathematica &% 5&|(#)bea—" 2T R BEEE KEH
2024.09.13 1H|Discovery Studio &% 4B|H Y —« DRTLRX (#) KF EL
2024.09.27 185|705z >0#%8s 2%|BAREa—Lw b - Nyh—R(E) &K 55
2025 FEDEERFRMERR

B A HARE N B BmE 5B BT (ARERER)
2025.05.15 05BN Z 21—HDFH DA /N> > X T LFIRE 218|BEREa—Ly bk« Nyvh—R(AE) LEZHEH
2025.06.26 1H|Discovery Studio EZ & 2f|EwY —« DRTFTLX () A Bk
2025.07.03 1870532 0#8a 4%|BRxEa—L v b - Ny h—R(E) EEER
2025.07.31 0.5H|Mathematicai& B & 3%|#Ea—1) >R BERRE KB
2025.08.22 0.5H|Gaussian 84 2%|#Eea—) YR HE BE
2025.08.28 2H|Materials Studio EXE% 5&AyY— - RFTLRX (BF) EFEMBE. Abhijit CHATTOPADHYAY
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