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AIFFETIE, DNAXAFNVALZBEL LAY T V92 2 a YOFETH S MCA/RDA (Methylated CpG Island
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72E A, ATLMRIMEZ POICRERBANRD LN, FTHLDATLMBKETRE 2/ RL 72 MEL1 (MDSI/EVI like
gene 1) BEFIZ2WTIE, PR (PRDI-BFI and RIZ1) FX A & RW/HEEZHFHDH MELL® alternative splicing form
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Representational Difference Analysis) #%BA\T, BATHIFZEIA (adult T-cell leukemia: ATL) DREFALIZBEL
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